Project 2:
Construction and characterization of infectious cDNA clone of BVDV-3

Bovine viral diarrhoea virus (BVDV) infection is distributed worldwide and cause
important financial lost to the livestock industry. BVDV-1 and BVDV-2, together with
Classical swine fever virus (CSFV) and Border disease virus (BDV) belong to genus
Pestivirus in the family Flaviviridae. Recently, a new species BVDV-3 has been proposed
(Liu et al,, 20093, 2009b). The BVDV genome is a single-stranded, positive-sense RNA of
12.5 kb. Several pestiviral infectious cDNAs (including CSFV, BVDV-1 and BVDV-2) have
been constructed. However, the study on recently identified BVDV-3 is lacking. We aim
to construct infectious BVDV-3 clone for better understanding of viral replication and
pathogenesis. The project will be carried out as following:

1) PCR amplification of full length BVDV-3.

2) Ligation of the purified PCR product to low copy plasmid.

3) Invitro transcription.

4) RNA transfection of the cells and check the virus by monoclonal antibody and
real-time PCR.
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